The major glycoprotein component of animal cell basement membranes, laminin, is involved in a variety of cellular activities, including cell adhesion, differentiation, and mitogenesis, that are mediated by the interaction of laminin with specific cell-surface receptors. A laminin-binding protein with an apparent molecular mass of 68 to 72 kD was first characterized in mammalian tumor cells and considered as "the laminin receptor" (Liotta et al., 1986; Wewer et al., 1986) . Severa1 putative cDNA clones encoding this protein have been isolated from mammals (Yow et al., 1988; Rao et al., 1989; Van den Ouweland et al., 1989; Grosso et al., 1991) . A11 the clones contained an open reading frame coding for a highly conserved polypeptide with a calculated molecular mass of 33 kD. Independently, a cDNA encoding an identical polypeptide was isolated from mouse tumor cells (Makrides et al., 1988) , but the expressed protein, named factor p40, was shown to be a component of the translation machinery (Auth and Brawerman, 1992) . Recently, DNA-deduced amino acid sequences exhibiting homology with the previously characterized 33-kD "laminin receptor" were identified from hydra (Keppel and Schaller, 1991) We have isolated a cDNA clone (Atlrhl) from a cDNA library of Arabidopsis thaliana cultured cells showing a striking homology to the laminin receptor cDNAs (Table I) . Nucleotide homology of Atlrhl with the above-mentioned DNA sequences was restricted to the first two-thirds of the coding sequence, with highest homology to the human cDNA (66% identity). In the same way, the Atlrhl deduced polypeptide, 298 residues long, showed strong homology with the deduced protein sequences of other species from amino acids 12 to 222. In this region, mouse, human, and Drosophila polypeptides showed the highest homology to the plant sequence, corresponding to 60 to 62% identity and 78 to 79% similarity accounting for the conservative substitutions. No significant homology was found in the carboxy-terminal region from amino acids 223 to 298, apart from a relatively high conserved content in Trp. It is an intriguing feature that a11 deduced polypeptide sequences so far characterized are completely divergent in their carboxy-terminal part, except those belonging to the mammal class. Moreover, this region is variable in length: 76 amino acids for the Arabidopsis sequence, 52 for Drosophila, and only 34 for the yeast protein.
Evidence of a new class of laminin receptor-like proteins from Arabidopsis raises the question of their putative role in plants. The human and the hydra proteins have been localized in the cytoskeleton (Keppel and Schaller, 1991) . On the other hand, the mouse protein was associated with polyribosomes, and it has been proposed that the protein might function in the polysome-cytoskeleton interaction required for mRNA translation (Auth and Brawerman, 1992) . However, it cannot be excluded that the protein might be a
